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The Review of Gut Microbiota and Human Health
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Abstract The human gut is densely populated by the gut microbiota. There are accumulating evidences indicating that the
gut microbiota plays a significant role in the function of the body, which including the metabolism and energy absorption,
the development in the function of gastrointestinal, the modulation of immune system and so on. Many chronic diseases,
such as obesity, obesity-associated inflammation, inflammatory bowel disease and depression, are related to gut microbiota
dysbiosis. The research of the interaction between intestinal bacteria and human body is instructive to the prevention or

treatment of many chronic diseases and maintaining health.
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