B d2l
201247 A

£ W

JOURNAL OF INTEGRATION TECHNOLOGY

Hi 7N Vol.1 No. 2

Jul. 2012

Rz T B A R & B SRiA K o I ReitiE S B
kEA Lk HHR K #

O PEREABERIIEERARB T wII 518055 )

B OETERIEUR RS BOR D B A AL S W R R RIS SR AL T — AT )T 6, SR BT R AR
RIHAE PRMESEIT S R EACSPAT AR T A, S T DG i R A sl Babis e LA Se i A sl A AL S0 . A
SCE APl ] T T F AR R PR AA KA AT B S BORE  T AR T AR R AR 2lifl. 1
B AR R AR R PG, SR N S TR SE AN S S R e Sk, AT SE BP0 BB AL R 5 3 4R A R ) B )
PR o SRS UL IR T I 6 W] AL PR R AR AT RE MR VAL, AT N T IMRg - 042 W U v )

REA BT R SENFRIE T

Elaboration of Microfluidic Biochip for Cancer Cell Gene Expression Analysis
ZHANG Bao-yue FENG Hong-tao SHU Wei-liang CHEN Yan
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Abstract Microfluidic devices provide powerful platforms for single-cell transcriptome analysis for many advantages
such as highly parallel processing and low consumption of reagents. We have elaborated an integrated system with
individual controller for effective single-cell transcriptome analysis. Inside this integrated microfluidic device, the cells
are individually manipulated and isolated in an array using micro sieve structures, then transferred into different nanoliter

reaction chambers for parallel processing of single-cell transcriptome analysis. The result demonstrates that this platform

has the potential for assessment of genetic stability in cancer diagnosis.
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